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<210> 
<211> 
<212> 
<213> 


1 

906 
DNA 

Enterobacteriaceae strain 


DC260 








<400> 1 
atgaccaccc 


atgtcgacac 


cacagcacat 


cagacaagcg 


aactccttca 


gctgcagcaa 


60 


attttacagg 


cgcatcttga 


acatttactg 


cctgccggac 


agcaaagcga 


tcgcgtgcgt 


120 


gccgcgatgc 


gtgccggaac 


gctggcgcag 


ggcaaacgta 


ttcgtccttt 


attactgctg 


180 


ctggcagcgc 


gcgatatggg 


ttgcgagctg 


acgcaaaatg 


gcgttctcga 


tctcgcctgt 


240 


gcagtggaaa 


tggtgcacgc 


ggcatcgctg 


attctggatg 


acattccctc 


gatggataac 

ZJ ZJ ZJ 


300 


gcgcagatgc 


gtcgtggtcg 


ccctaccgtg 


catcgcgaat 


ttggtgaaaa 


cgtgqcgatt 

ZJ ZJ ZJ ZJ 


360 


ctcgccgcca 


tcgcgctgct 


tagccgcgca 


tttgaagtga 


ttgccattgc 

ZJ ZJ 


acccggtttg 


420 


cctgccatac 


ataaatctga 


agcgattgct 


gaactctccg 


ctgccgtcgg 

Zf ZJ ZJ ZJ 


cctgcagggc 

ZJ ZJ ZJ ZJ 


480 


ttagtgcaag 


ggcaattcca 


ggatctgcac 


gacggcacgc 


agagccgcag 


cccggaagcg 


!>4U 


atcgccatga 


ccaacgaact 


gaaaaccagc 


gtgctgtttc 


gcgccacgct 


gcaaatggcg 


600 


gcgattgccg 


ctgacgcttc 


accgcaggtg 


cggcaaagac 


ttagcttctt 


cgcccaggat 


660 


ttgggccagg 


cgtttcaact 


gctcgacgac 


ctcgccgacg 


gttgcaaaca 


caccggtaaa 


720 


gatgtgcacc 


aggatcaggg 


caaatccacg 


ctggtacaga 


tgctcggtgc 


tgacggcgcg 


780 


gaacgtcgcc 


tgcgcgatca 


cctgcgcagc 


gcagatgcac 


accttgcctg 


cgcctgccat 


840 


cgcggcatcg 


ccactcgcca 


atatatgcac 


gcgctgttta 


atcaacagct 


agcgatattc 


900 


aactga 














906 



<210> 2 
<211> 301 
<212> PRT 

<213> Enterobacteriaceae strain DC260 
<400> 2 

Met Thr Thr His Val Asp Thr Thr Ala His Gin Thr Ser Glu Leu Leu 
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CL2360USNA.ST25 
15 10 15 

Gin Leu Gin Gin lie Leu Gin Ala His Leu Glu His Leu Leu Pro Ala 
20 25 30 

Gly Gin Gin ser Asp Arg val Arg Ala Ala Met Arg Ala Gly Thr Leu 
35 40 45 

Ala Gin Gly Lys Arg lie Arg Pro Leu Leu Leu Leu Leu Ala Ala Arg 
50 55 60 

Asp Met Gly Cys Glu Leu Thr Gin Asn Gly Val Leu Asp Leu Ala Cys 
65 70 75 80 

Ala val Glu Met val His Ala Ala ser Leu lie Leu Asp Asp lie Pro 
85 90 95 

Ser Met Asp Asn Ala Gin Met Arg Arg Gly Arg Pro Thr Val His Arg 
100 105 110 

Glu Phe Gly Glu Asn val Ala lie Leu Ala Ala lie Ala Leu Leu Ser 
115 120 125 

Arg Ala Phe Glu val lie Ala lie Ala Pro Gly Leu Pro Ala lie His 
130 135 140 

Lys Ser Glu Ala lie Ala Glu Leu Ser Ala Ala Val Gly Leu Gin Gly 
145 150 155 160 

Leu Val Gin Gly Gin Phe Gin Asp Leu His Asp Gly Thr Gin Ser Arg 
165 170 175 

Ser Pro Glu Ala lie Ala Met Thr Asn Glu Leu Lys Thr Ser val Leu 
180 185 190 

Phe Arg Ala Thr Leu Gin Met Ala Ala lie Ala Ala Asp Ala Ser Pro 
195 200 205 

Gin val Arg Gin Arg Leu Ser Phe Phe Ala Gin Asp Leu Gly Gin Ala 
210 215 220 

Phe Gin Leu Leu Asp Asp Leu Ala Asp Gly cys Lys His Thr Gly Lys 
225 230 235 240 

Asp Val His Gin Asp Gin Gly Lys Ser Thr Leu val Gin Met Leu Gly 
245 250 255 

Ala Asp Gly Ala Glu Arg Arg Leu Arg Asp His Leu Arg Ser Ala Asp 
260 265 270 

Ala His Leu Ala Cys Ala Cys His Arg Gly lie Ala Thr Arg Gin Tyr 
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275 



CL2 360USNA . ST2 5 
280 285 



Met His Ala Leu Phe Asn Gin Gin Leu Ala lie Phe Asn 
290 295 300 

<210> 3 

<211> 1278 

<212> DNA 

<213> Enterobacteriaceae strain DC260 



<400> 3 
gtgggccact 


ttgcggtgat 


cgcgccgccg 


ctctacagcc 


actttcacgc 


gttgcaggcg 


60 


ttagcacaaa 


cgctgctggc 


gcgcggccat 


cgcatcacat 


tcatccagca 


agccgatgcc 


120 


cgcactttgc 


ttagcgacga 


acgcatcgat 


tttgttgccg 


tcggccaaca 


gacgcatcct 


180 


gccggttcgc 


tggcgcccgt 


gttgcatcgg 


ctggcctcgc 


cgggcggcct 


gtcgctgttt 


240 


cgcgtgatcg 


acgatctcgc 


gtcctgcacc 


gatatgctgt 


gccgcgaact 


gcctgcggta 


300 


ctgaaagcat 


tgaacatcga 


tggcgtgatc 


gccgacgaaa 


tggaagcggc 


gggcggattg 


360 


gtcgctgaag 


cgctgcatct 


gccgtttgtt 


tcggtggcct 


gcgccttgcc 


ggtcaatcgt 


420 


gaagccggga 


ttccgcttgc 


ggtgatgccc 


ttccgttttg 


cacaggatga 


caaagcgctg 


480 


aaacgttttc 


aggccagcag 


cgatatctat 


gatcgcatca tgcgtcgtca 


cggcgacgtg 


540 


atcctcaaac 


acgcgcgggc 


gtttaatttg 


acggagcggc 


gcggattaca 


tcagtgcctg 


600 


tcgccgctgg 


cacaaatcag 


ccagatggtg 


ccggcctttg 


attttccacg 


tcagcaactg 


660 


cccgcctgct 


atcacgccgt 


ggggccactc 


cgcgccccgg 


tttctcctgc 


gccgctccat 


720 


gcgccctggc 


cagcgctgcg 


tcagccggtg 


gtttatgcct 


cgctgggtac 


gctgcaaggc 


780 


catcgcttcc 


ggctgtttct 


gcatctggcg 


caggcgtgcc 


gccagctgcg 


gctatcgctg 


840 


gtgatcgccc 


attgtggggg 


attaaacgcc 


gaacagacgc 


atcagctgga 


gctcgctggc 


900 


gcggcgtggg 


tgacggattt 


cgtcgatcag 


cgcgcagccc 


tacagcacgc 


gcagctgttt 


960 


atcactcatg 


ccgggttaaa 


cagcgcgctg 


gaagcactgg 


aatgcggtac 


gccgatgctg 


1020 


gcgctgccga 


ttgcttttga 


tcagcccggc 


gtggcggcgc 


gcattgagtg 


gcatgacgtt 


1080 


ggtcgccgcg 


catcacgctt 


tagccgtgtt 


catcaactgg 


agcagcatct 


gcaacagctg 


1140 


ctgaccgacg 


atcgttacgc 


gctacggatg 


tcagcgattc 


aggcgcagct 


gcagcgcgca 


1200 


ggcggttgcc 


agcgtgccgc 


cgacatcgtc 


gagcaggcgc 


tgtgccagca 


gcaagtcgtg 


1260 


ctggcggagg 


cgacctga 










1278 



<210> 4 
<211> 425 
<212> PRT 

<213> Enterobacteriaceae strain DC260 
<400> 4 

Met Gly His Phe Ala Val lie Ala Pro Pro Leu Tyr Ser His Phe His 
15 10 15 
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Ala Leu Gin Ala Leu Ala Gin Thr Leu Leu Ala Arg Gly His Arg lie 
20 25 30 

Thr Phe lie Gin Gin Ala Asp Ala Arg Thr Leu Leu Ser Asp Glu Arg 
35 40 45 

lie Asp Phe val Ala val Gly Gin Gin Thr His Pro Ala Gly ser Leu 
50 55 60 

Ala Pro Val Leu His Arg Leu Ala Ser Pro GTy Gly Leu Ser Leu Phe 
65 70 75 80 

Arg val lie Asp Asp Leu Ala Ser Cys Thr Asp Met Leu Cys Arg Glu 
85 90 95 

Leu Pro Ala val Leu Lys Ala Leu Asn lie Asp Gly Val lie Ala Asp 
100 105 110 

Glu Met Glu Ala Ala Gly Gly Leu val Ala Glu Ala Leu His Leu Pro 
115 120 125 

Phe val Ser val Ala Cys Ala Leu Pro val Asn Arg Glu Ala Gly lie 
130 135 140 

Pro Leu Ala val Met Pro Phe Arg Phe Ala Gin Asp Asp Lys Ala Leu 
145 150 ~ 155 160 

Lys Arg Phe Gin Ala Ser ser Asp lie Tyr Asp Arg lie Met Arg Arg 
165 170 " 175 

His Gly Asp val lie Leu Lys His Ala Arg Ala Phe Asn Leu Thr Glu 
180 185 190 

Arg Arg Gly Leu His Gin Cys Leu ser Pro Leu Ala Gin lie Ser Gin 
195 200 205 

Met val Pro Ala Phe Asp Phe Pro Arg Gin Gin Leu Pro Ala Cys Tyr 
210 215 220 

His Ala val Gly Pro Leu Arg Ala Pro val ser Pro Ala Pro Leu His 
225 230 235 240 

Ala Pro Trp Pro Ala Leu Arg Gin Pro Val val Tyr Ala Ser Leu Gly 
245 250 255 

Thr Leu Gin Gly His Arg Phe Arg Leu Phe Leu His Leu Ala Gin Ala 
260 265 270 

Cys Arg Gin Leu Arg Leu Ser Leu Val lie Ala His Cys Gly Gly Leu 
275 280 285 
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Asn Ala Glu Gin Thr His Gin Leu Glu Leu Ala Gly Ala Ala Trp val 
290 295 300 

Thr Asp Phe Val Asp Gin Arg Ala Ala Leu Gin His Ala Gin Leu Phe 
305 310 315 320 

lie Thr His Ala Gly Leu Asn Ser Ala Leu Glu Ala Leu Glu Cys Gly 
325 330 335 

Thr Pro Met Leu Ala Leu Pro lie Ala Phe Asp Gin Pro Gly val Ala 
340 345 350 

Ala Arg lie Glu Trp His Asp val Gly Arg Arg Ala ser Arg Phe ser 
355 360 365 

Arg Val His Gin Leu Glu Gin His Leu Gin Gin Leu Leu Thr Asp Asp 
370 375 380 

Arg Tyr Ala Leu Arg Met Ser Ala lie Gin Ala Gin Leu Gin Arg Ala 
385 390 395 400 

Gly Gly Cys Gin Arg Ala Ala Asp lie val Glu Gin Ala Leu Cys Gin 
405 410 415 

Gin Gin val val Leu Ala Glu Ala Thr 
420 425 

<210> 5 
<211> 1167 
<212> DNA 

<213> Enterobacteriaceae strain DC260 
<400> 5 



atgcgcacgc 


aatacgatgt 


gattttggtc 


ggtgctggac 


tggcgaatgg 


cttgattgcg 


60 


ctgcgtctgc 


gtcaattgca 


gccacaactg 


aaatgcctgt 


tgctggagag 


cgatgcgcat 


120 


ccggcaggca 


atcatacctg 


gtcgtttcat 


cacagcgatc 


tcagcgccga 


acaacttcgc 


180 


tggctgcaac 


cgctgattac 


cgtgcgttgg 


tcaggttatc 


aggtgcgttt 


tcctgcgctg 


240 


cgccgcaatc 


tggacgggga 


ttattgttcc 


atcgcatcag 


gcgattttgc 


ccgccatctt 


300 


tacgcggcga 


tgggtgacga 


tctgtggaca 


aacacagccg 


tacaacaggt 


aaaacccacg 


360 


caggtgacgc 


tggcggatgg 


ccgtgaactt 


gctgcgcaag 


tggtgattga 


tggtcgcggc 


420 


ctgcagccga 


cgccacatct 


gcagctgggt 


tatcaggtgt 


ttcttggaca 


agagtggcag 


480 


ctggcgcagc 


cgcacggcct 


gcagcagccg 


atcctgatgg 


atgccaccgt 


cgatcagcaa 


540 


gcgggttatc 


gttttgtcta 


cacgctgccg 


ctcagcgccg 


atcggctatt 


gattgaagat 


600 


acccattacg 


ttaaccagcc 


cgcgctggcg 


gagaacaccg 


ctcgtcagca 


catcgccgac 


660 


tatgccaatc 


agcaaggctg 


gacgctgagt 


acgctgctgc 


gtgaagagca 


cggcatatta 


720 


ccgattaccc 


tgagcggcaa 


catcgatcga 


ttctggcaac 


agcagcgcgg 


ccaagcgtgc 


780 
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agcggcctgc gcgccgggct gtttcatgcc accaccggtt actccttgcc gtccgccgtg 840 

gcgctagcgg agttggtagc agcgctgttg cccaccgatg ccctcacgct cagccaacat 900 

atcgaacgct ttgcccgtca gcagtggcgc gaacagcgat ttttccgtct gctaaaccgc 960 

atgctgtttt tggccggtaa gccgcagcag cgctggcgcg tgatgcaacg tttttaccgg 1020 

ctcgatgccg ggttaattag ccgcttttac gccgggcaac tgcgcctgcg cgataaaacg 1080 

cggattctgt gcggcaagcc gccggtgccc atcggtgaag cgctgcgcgc gctgttgaat 1140 

tctgtcgaac cagggaagaa aaaatga 1167 

<210> 6 

<211> 388 

<212> PRT 

<213> Enterobacteriaceae strain DC260 

<400> 6 

Met Arg Thr Gin Tyr Asp val lie Leu val Gly Ala Gly Leu Ala Asn 
1 5 10 15 

Gly Leu lie Ala Leu Arg Leu Arg Gin Leu Gin Pro Gin Leu Lys Cys 
20 ~ 25 30 

Leu Leu Leu Glu Ser Asp Ala His Pro Ala Gly Asn His Thr Trp ser 
3 5 40 45 

Phe His His Ser Asp Leu Ser Ala Glu Gin Leu Arg Trp Leu Gin Pro 
50 55 60 

Leu He Thr Val Arg Trp Ser Gly Tyr Gin Val Arg Phe Pro Ala Leu 
65 70 75 80 

Arg Arg Asn Leu Asp Gly Asp Tyr Cys Ser lie Ala Ser Gly Asp Phe 
85 90 95 

Ala Arg His Leu Tyr Ala Ala Met Gly Asp Asp Leu Trp Thr Asn Thr 
100 105 110 

Ala val Gin Gin val Lys Pro Thr Gin val Thr Leu Ala Asp Gly Arg 
115 120 125 

Glu Leu Ala Ala Gin val val lie Asp Gly Arg Gly Leu Gin Pro Thr 
130 135 140 

Pro His Leu Gin Leu Gly Tyr Gin val Phe Leu Gly Gin Glu Trp Gin 
145 150 155 160 

Leu Ala Gin Pro His Gly Leu Gin Gin Pro lie Leu Met Asp Ala Thr 
165 170 175 



val Asp Gin Gin Ala Gly Tyr Arg Phe val Tyr Thr Leu Pro Leu ser 
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CL2360USNA.ST25 
185 190 



Ala Asp Arg Leu Leu lie Glu Asp Thr His Tyr Val Asn Gin Pro Ala 
195 200 205 

Leu Ala Glu Asn Thr Ala Arg Gin His lie Ala Asp Tyr Ala Asn Gin 
210 215 220 

Gin Gly Trp Thr Leu Ser Thr Leu Leu Arg Glu Glu His Gly lie Leu 
225 230 235 240 

Pro lie Thr Leu Ser Gly Asn lie Asp Arg Phe Trp Gin Gin Gin Arg 
245 250 255 

Gly Gin Ala Cys Ser Gly Leu Arg Ala Gly Leu Phe His Ala Thr Thr 
260 265 270 

Gly Tyr Ser Leu Pro Ser Ala val Ala Leu Ala Glu Leu Val Ala Ala 
275 280 285 

Leu Leu Pro Thr Asp Ala Leu Thr Leu Ser Gin His lie Glu Arg Phe 
290 295 300 

Ala Arg Gin Gin Trp Arg Glu Gin Arg Phe Phe Arg Leu Leu Asn Arg 
305 310 315 320 

Met Leu Phe Leu Ala Gly Lys Pro Gin Gin Arg Trp Arg Val Met Gin 
325 330 335 

Arg Phe Tyr Arg Leu Asp Ala Gly Leu lie Ser Arg Phe Tyr Ala Gly 
340 345 350 

Gin Leu Arg Leu Arg Asp Lys Thr Arg lie Leu Cys Gly Lys Pro Pro 
355 360 365 

val Pro lie Gly Glu Ala Leu Arg Ala Leu Leu Asn ser val Glu Pro 
370 375 380 

Gly Lys Lys Lys 
385 

<210> 7 
<211> 1482 
<212> DNA 

<213> Enterobacteriaceae strain DC260 
<400> 7 

atgaaacgca cttatgtgat tggcgcaggc tttggcggcc tggcgctggc gattcgcctg 60 

caagcggcgg gcataccaac caccttactc gagcagcgcg acaaaccggg cggacgcgcc 120 

tatgtgtttg aggacagtgg ctttaccttc gatgccggac ccacggtgat caccgatccc 180 

agcgccatcg aagagttgtt cacgctggca ggaaaatcgc tcagcgatta cgtcgagctg 240 
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CL2360USNA 


.ST25 






atgccggtaa 


cgcccttcta 


tcgcctgtgc 


tgggaagatg 


gcaaacagct 


tgattacgac 


300 


aataatcagc 


cgctgctgga 


gcagcagatc 


gccacgttca 


atccgcaaga 


tgtagaaggc 


360 


tatcgtcaat 


ttcttgccta 


ttcacgtgaa 


gtatttagag 


agggttatct 


gaaactcggc 


420 


acggtgccgt 


ttctgcaggt 


gcgtgacatg 


ctgcgcgtcg 


cgccgcagtt 


gggacgtctg 


480 


caagcatggc 


gcagcgtcta 


cagcatggtg 


gcgaaattta 


ttcaggacga 


tcatctgcgt 


540 


caggcgtttt 


ccttccactc 


attgctggtg 


ggcggtaatc 


cttttgcaac 


gtcatcgatc 


600 


tataccttaa 


ttcatgcgct 


ggagcgtgaa 


tggggcgtgt 


ggtttccgcg 


cggcggcacc 


660 


ggcgcgctgg 


tgcagggcat 


ggcgcgactg 


ttcgaggact 


tgggcggcga 


gctgttactg 


720 


aatgccgaag 


tgagccagct 


ggaaaccagc 


ggcaatcgca 


ttagcggcgt 


tcagttagag 


780 


ggcggacgac 


gcttcgatgc 


cgccgctgtg 


gcctccaatg 


ccgacgtggt 


gcatacctac 


840 


gacaaactgc 


ttcgccacca 


tccgctggca 


atgaaacgtg 


cgacatcgct 


gaagcgtaag 


900 


cgcatgagca 


actcgctgtt 


tgtactctat 


tttggcctga 


atcagccgca 


tgaacagctc 


960 


gcgcaccaca 


ccgtctgttt 


tggcccgcgt 


tatcgtgagt 


tgatcgatga 


gattttcaac 


1020 


agcagccagc 


tggcagacga 


tttttcactt 


tacctgcacg 


cgccctgcag 


cagcgatccg 


1080 


tcgctggcac 


cgcccggctg 


cggcagcttt 


tatgtgttag 


cgccggtgcc 


gcatctcggc 


1140 


accgctgaca 


tcgactggca 


acaggaagga 


ccgcgcttgc 


gcgatcgaat 


ttttgcttat 


1200 


ctggagcagc 


actacatgcc 


gggattacgt 


cagcaattag 


tgacacacag 


aatgtttacg 


1260 


rrntttnatt 


ttrnrnarar 




t~ 3 +* t~ a r~ n\ c\ r~ ~\~ 
LdLLdLyyLL 


cygcg lllll 


yi_i_yy<iyi-(_y 




attttgacgc 


aaagcgcctg 


gttccgcccg 


cataaccgcg 


atgccgatat 


cagcaatctc 


1380 


tatctggtgg 


gtgccggtac 


gcatccaggc 


gcgggcgtgc 


ccggcgtgat 


cggttcggcc 


1440 


aaggccaccg 


ccaggctgat 


gctggaggat 


cgcgccgaat 


ga 




1482 



<210> 8 

<211> 493 

<212> PRT 

<213> Enterobacteriaceae strain DC260 

<400> 8 

Met Lys Arg Thr Tyr Val lie Gly Ala Gly Phe Gly Gly Leu Ala Leu 
1 5 10 15 

Ala lie Arg Leu Gin Ala Ala Gly lie Pro Thr Thr Leu Leu Glu Gin 
20 25 30 

Arg Asp Lys Pro Gly Gly Arg Ala Tyr val Phe Glu Asp Ser Gly Phe 
35 40 45 

Thr Phe Asp Ala Gly Pro Thr Val lie Thr Asp Pro Ser Ala lie Glu 
50 55 60 

Glu Leu Phe Thr Leu Ala Gly Lys Ser Leu Ser Asp Tyr val Glu Leu 
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65 70 75 80 

Met Pro val Thr Pro Phe Tyr Arg Leu Cys Trp Glu Asp Gly Lys Gin 
85 ~ 90 95 

Leu Asp Tyr Asp Asn Asn Gin Pro Leu Leu Glu Gin Gin lie Ala Thr 
100 105 110 

Phe Asn Pro Gin Asp Val Glu Gly Tyr Arg Gin Phe Leu Ala Tyr Ser 
115 120 125 

Arg Glu val Phe Arg Glu Gly Tyr Leu Lys Leu Gly Thr val Pro Phe 
130 135 140 

Leu Gin val Arg Asp Met Leu Arg val Ala Pro Gin Leu Gly Arg Leu 
145 150 " 155 160 

Gin Ala Trp Arg Ser val Tyr ser Met val Ala Lys Phe lie Gin Asp 
165 170 175 

Asp His Leu Arg Gin Ala Phe Ser Phe His ser Leu Leu val Gly Gly 
180 185 190 

Asn Pro Phe Ala Thr ser ser lie Tyr Thr Leu lie His Ala Leu Glu 
195 200 205 

Arg Glu Trp Gly val Trp Phe Pro Arg Gly Gly Thr Gly Ala Leu Val 
210 215 220 

Gin Gly Met Ala Arg Leu Phe Glu Asp Leu Gly Gly Glu Leu Leu Leu 
225 230 235 240 

Asn Ala Glu val Ser Gin Leu Glu Thr ser Gly Asn Arg lie ser Gly 
245 250 255 

val Gin Leu Glu Gly Gly Arg Arg Phe Asp Ala Ala Ala val Ala Ser 
260 265 270 

Asn Ala Asp val val His Thr Tyr Asp Lys Leu Leu Arg His His Pro 
275 280 285 

Leu Ala Met Lys Arg Ala Thr Ser Leu Lys Arg Lys Arg Met Ser Asn 
290 295 300 

Ser Leu Phe Val Leu Tyr Phe Gly Leu Asn Gin Pro His Glu Gin Leu 
305 310 315 320 

Ala His His Thr val Cys Phe Gly Pro Arg Tyr Arg Glu Leu lie Asp 
325 330 335 

Glu lie Phe Asn Ser ser Gin Leu Ala Asp Asp Phe ser Leu Tyr Leu 
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CL2360USNA.ST25 
345 350 



His Ala Pro cys Ser Ser Asp Pro Ser Leu Ala Pro Pro Gly Cys Gly 
355 360 365 

Ser Phe Tyr val Leu Ala Pro val Pro His Leu Gly Thr Ala Asp lie 
370 375 380 

Asp Trp Gin Gin Glu Gly Pro Arg Leu Arg Asp Arg lie Phe Ala Tyr 
385 390 395 400 

Leu Glu Gin His Tyr Met Pro Gly Leu Arg Gin Gin Leu Val Thr His 
405 410 415 

Arg Met Phe Thr Pro Phe Asp Phe Arg Asp Thr Leu His Ala His His 
420 425 430 

Gly Ser Ala Phe Ser Leu Glu Pro lie Leu Thr Gin Ser Ala Trp Phe 
435 440 445 

Arg Pro His Asn Arg Asp Ala Asp lie Ser Asn Leu Tyr Leu val Gly 
450 455 460 

Ala Gly Thr His Pro Gly Ala Gly val Pro Gly val lie Gly Ser Ala 



Lys Ala Thr Ala Arg Leu Met Leu Glu Asp Arg Ala Glu 
485 490 

<210> 9 
<211> 930 
<212> DNA 

<213> Enterobacteriaceae strain DC260 
<400> 9 

atgaatcgac agcctttact tgagcaagta acgcaaacca tggcggtggg ctcgaagagt 60 

ttcgccaccg ccgccaagct gtttgatgca ccgacgcgcc gcagcacgct gatgctgtat 120 

gcgtggtgtc gtcactgcga tgatgtgatt gatgggcaaa cgctgggcga aggcggcacg 180 

cagcatgccg tcgaagacgc gcaggcacgt atgcagcatc tgcaaattga aacccgccgc 240 

gcctacagcg gcgcgcacat ggatgaaccg gcgtttaggg cgtttcagga agtggcgatc 300 

attcaccagc tgccgcaaca actggcgttt gatcatctgg aaggcttcgc tatggatgca 360 

cgcaacgaac attacgcgag cttcgatgac acgctgcgtt actgctatca cgtcgcgggc 420 

gtggtcggtt tgatgatggc gcgcgtaatg ggcgtgcgcg acgaagcggt gctcgatcac 480 

gcctgcgatt taggactggc gttccagctc actaacattg cgcgcgacat tgtagaagat 540 

gccgaaaatg gtcgctgcta tctgccgcaa tcctggctcg atcaggcggg attacgcgcc 600 

gatacgctga ctgcaccgca acatcgtgca gcgctcgcct cactggcagc gcgtttagtg 660 

gcggaggcgg aaccctatta tcactcggcg cgatccggtt taccgggttt accgctgcgc 720 
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tcggcgtggg ccatcgctac ggctcgcggc gtttatcgcg aaattggcgt caaagttcag 780 

cacgccggtg tgcacgcctg ggattcacgg cagcgcacca gtaaaggtga aaaactggcg 840 

ctgctggtga aaggggcagg tttggcgatc acttcgcgtg tgtctcgtcc tgaaccgcgt 900 

ccggctggtc tgtggcagcg tcctcgttga 930 

<210> 10 
<211> 309 
<212> PRT 

<213> Enterobacteriaceae strain DC260 
<400> 10 

Met Asn Arg Gin Pro Leu Leu G"lu Gin val Thr Gin Thr Met Ala val 
15 10 15 

Gly ser Lys Ser Phe Ala Thr Ala Ala Lys Leu Phe Asp Ala Pro Thr 
20 25 30 

Arg Arg Ser Thr Leu Met Leu Tyr Ala Trp cys Arg His Cys Asp Asp 
35 40 45 

val lie Asp Gly Gin Thr Leu Gly Glu Gly Gly Thr Gin His Ala val 
50 55 60 

Glu Asp Ala Gin Ala Arg Met Gin His Leu Gin He Glu Thr Arg Arg 
65 70 75 80 

Ala Tyr Ser Gly Ala His Met Asp Glu Pro Ala Phe Arg Ala Phe Gin 
85 90 95 

Glu Val Ala lie lie His Gin Leu Pro Gin Gin Leu Ala Phe Asp His 
100 105 110 

Leu Glu Gly Phe Ala Met Asp Ala Arg Asn Glu His Tyr Ala Ser Phe 
115 120 125 

Asp Asp Thr Leu Arg Tyr Cys Tyr His Val Ala Gly val val Gly Leu 
130 135 140 

Met Met Ala Arg val Met Gly val Arg Asp Glu Ala val Leu Asp His 
145 150 155 160 

Ala Cys Asp Leu Gly Leu Ala Phe Gin Leu Thr Asn lie Ala Arg Asp 
165 170 175 

lie val Glu Asp Ala Glu Asn Gly Arg cys Tyr Leu Pro Gin ser Trp 
180 185 190 

Leu Asp Gin Ala Gly Leu Arg Ala Asp Thr Leu Thr Ala Pro Gin His 
195 200 205 
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Arg Ala Ala Leu Ala Ser Leu Ala Ala Arg Leu val Ala Glu Ala Glu 
210 215 220 

Pro Tyr Tyr His Ser Ala Arg Ser Gly Leu Pro Gly Leu Pro Leu Arg 
225 230 235 240 

Ser Ala Trp Ala lie Ala Thr Ala Arg Gly Val Tyr Arg Glu lie Gly 
245 250 255 

Val Lys val Gin His Ala Gly Val His Ala Trp Asp Ser Arg Gin Arg 
260 265 270 

Thr Ser Lys Gly Glu Lys Leu Ala Leu Leu Val Lys Gly Ala Gly Leu 
275 280 285 

Ala lie Thr Ser Arg Val Ser Arg Pro Glu Pro Arg Pro Ala Gly Leu 
290 295 ~ 300 

Trp Gin Arg Pro Arg 
305 

<210> 11 

<211> 534 

<212> DNA 

<213> Enterobacteriaceae strain DC260 

<400> 11 



atgctctggt 


tatggaacgt 


gcttatcttg 


ttggcaaccg 


tggtggtgat 


ggaaatcgta 


60 


gcggcgctgt 


cgcataaata 


catcatgcac 


ggttggggat 


ggggctggca 


tctgtcgcac 


120 


catgaaccgc 


acagcggtaa 


gtttgagctc 


aacgatcttt 


atgcggtggt 


gtttgcggta 


180 


ctggcgattg 


tgctgattta 


tgtcggtgtg 


caaggcatgt 


ggccgctgca 


gtggattggt 


240 


gccggaatga 


cgacgtacgg 


cgcgctctac 


ttcatggtgc 


acgatggcct 


ggtgcatcaa 


300 


cgctggccgt 


tccgctatat 


cccgcgcaaa 


ggctatctta 


agcgcttata 


catggcgcac 


360 


cgcatgcatc 


atgcggtgcg 


cgggcgtgaa 


ggctgcgtgt 


cgtttggttt 


cctctacgcg 


420 


ccaccgctga 


ataagctgca 


agccacgctg 


cgccagcgtc 


acggacgtaa 


aatcaacgag 


480 


gacgctgcca 


cagaccagcc 


ggacgcggtt 


caggacgaga 


cacacgcgaa 


gtga 


534 



<210> 12 
<211> 177 
<212> PRT 

<213> Enterobacteriaceae strain DC260 
<400> 12 

Met Leu Trp Leu Trp Asn val Leu lie Leu Leu Ala Thr val val val 
15 10 15 

Met Glu lie val Ala Ala Leu Ser His Lys Tyr He Met His Gly Trp 
20 25 30 
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Gly Trp Gly Trp His Leu Ser His His Glu Pro His Ser Gly Lys Phe 
35 40 45 

Glu Leu Asn Asp Leu Tyr Ala val Val Phe Ala Val Leu Ala lie Val 
50 55 60 

Leu lie Tyr Val Gly val Gin Gly Met Trp Pro Leu Gin Trp lie Gly 
65 70 75 80 

Ala Gly Met Thr Thr Tyr Gly Ala Leu Tyr Phe Met Val His Asp Gly 
85 90 95 

Leu val His Gin Arg Trp Pro Phe Arg Tyr lie Pro Arg Lys Gly Tyr 
100 105 110 

Leu Lys Arg Leu Tyr Met Ala His Arg Met His His Ala val Arg Gly 
115 120 12 5 

Arg Glu Gly Cys val Ser Phe Gly Phe Leu Tyr Ala Pro Pro Leu Asn 
130 135 140 

Lys Leu Gin Ala Thr Leu Arg Gin Arg His Gly Arg Lys lie Asn Glu 
145 150 155 160 

Asp Ala Ala Thr Asp Gin Pro Asp Ala Val Gin Asp Glu Thr His Ala 
165 170 175 

Lys 



<210> 13 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer HK12 

<400> 13 

gagtttgatc ctggctcag 19 

<210> 14 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer JCR14 

<400> 14 

acgggcggtg tgtac 15 

<210> 15 

<211> 16 

<212> DNA 

Page 13 



CL2360USNA.ST25 

<213> Artificial Sequence 
<220> 

<223> Primer JCR15 
<400> 15 

gccagcagcc gcggta 16 

<210> 16 

<211> 1327 

<212> DNA 

<213> Enterobacteriaceae strain DC260 



<400> 16 
gaacgctggc 


ggcaggccta 


acacatgcaa 


gtcgaacggt 


agcacagaga 


gcttgctctc 


60 


gggtgacgag 


tggcggacgg 


gtgagtaatg 


tctgggaaac 


tgcccgatgg 


agggggataa 


120 


ctactggaaa 


cggtagctaa 


taccgcataa 


cgtcgcaaga 


ccaaagtggg 


ggaccttcgg 


180 


gcctcacacc 


atcggatgtg 


cccagatggg 


attagctagt 


aggtggggta 


atggctcacc 


240 


taggcgacga 


tccctagctg 


gtctgagagg 


atgaccagcc 


acactggaac 


tgagacacgg 


300 


tccagactcc 


tacgggaggc 


agcagtgggg 


aatattgcac 


aatgggcgca 


agcctgatgc 


360 


agccatgccg 


cgtgtatgaa 


gaaggccttc 


gggttgtaaa 


gtactttcag 


cggggaggaa 


420 


ggcggtgaag 


ttaatagctt 


caccgattga 


cgttacccgc 


agaagaaagc 


accggctaac 


480 


tccgtgccag 


cagccgcggt 


aatacggagg 


gtgcaagcgt 


taatcggaat 


tactgggcgt 


540 


aaaagcgcac 


gcaggcggtc 


tgtcaagtcg 


gatgtgaaat 


ccccgggctt 


aacctgggaa 


600 


ctgcattcga 


aactggcagg 


ctagagtctt 


gtagaggggg 


gtagaattcc 


aggtgtagcg 


660 


gtgaaatgcg 


tagagatctg 


gaggaatacc 


ggtggcgaag 


gcggccccct 


ggacaaagac 


720 


tgacgctcag 


gtgcgaaagc 


gtggggagca 


aacaggatta 


gataccctgg 


tagtccacgc 


780 


cgtaaacgat 


gtcgacttgg 


aggttgttcc 


cttgaggagt 


ggcttccgga 


gctaacgcgt 


840 


taagtcgacc 


gcctggggag 


tacggccgca 


aggttaaaac 


tcaaatgaat 


tgacgggggc 


900 


ccgcacaagc 


ggtggagcat 


gtggtttaat 


tcgatgcaac 


gcgaagaacc 


ttacctactc 


960 


ttgacatcca 


gagaacttag 


cagagatgct 


ttggtgcctt 


cgggaactct 


gagacaggtg 


1020 


ctgcatggct 


gtcgtcagct 


cgtgttgtga 


aatgttgggt 


taagtcccgc 


aacgagcgca 


1080 


acccttatcc 


tttgttgcca 


gcggttcggc 


cgggaactca 


aaggagactg 


ccagtgataa 


1140 


actggaggaa 


ggtggggatg 


acgtcaagtc 


atcatggccc 


ttacgagtag 


ggctacacac 


1200 


gtgctacaat 


ggcgcataca 


aagagaagcg 


acctcgcgag 


agcaagcgga 


cctcataaag 


1260 


tgcgtcgtag 


tccggatcgg 


agtctgcaac 


tcgactccgt 


gaagtcggaa 


tcgctagtaa 


1320 


tcgtaga 












1327 



<210> 17 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Primer TET-1 FP-1 


CL2360USNA 


.ST25 






<400> 17 
gggtgcgcat 


gatcctctag 


agt 








23 


<210> 18 
<211> 6999 
<212> DNA 

<213> Enterobacteriaceae strain 


DC260 








<400> 18 
gcgatggcaa 


tggaaaatgt 


tgcgtgagct 


tttcgtctaa 


ctgcggcatc 


agcggctgaa 


60 


taatcagcac 


ggcaggtttg 


gtattcgtca 


ttttattgtc 


cattagcggt 


atttatttac 


120 


caccagccta 


acggagttat 


ttatgttacg 


gcgttgctgt 


tacttatttc 


gctaataaga 


180 


tcacgcatag 


cattattaac 


aatatttacc 


tggtgcgcat 


gaatacgcac 


cctacaaagt 


240 


caagtccctc 


gctggcgaac 


tcaccttacg 


cagtctacgg 


ttaatcaaaa 


agcataaaaa 


300 


tttcaccaac 


catggatagc 


cattatgacc 


acccatgtcg 


acaccacagc 


acatcagaca 


360 


agcgaactcc 


ttcagctgca 


gcaaatttta 


caggcgcatc 


ttgaacattt 


actgcctgcc 


420 


ggacagcaaa 


gcgatcgcgt 


gcgtgccgcg 


atgcgtgccg 


gaacgctggc 


gcagggcaaa 


480 


cgtattcgtc 


ctttattact 


gctgctggca 


gcgcgcgata 


tgggttgcga 


gctgacgcaa 


540 


aatggcgttc 


tcgatctcgc 


ctgtgcagtg 


gaaatggtgc 


acgcggcatc 


gctgattctg 


600 


gatgacattc 


cctcgatgga 


taacgcgcag 


atgcgtcgtg 


gtcgccctac 


cgtgcatcgc 


660 


gaatttggtg 


aaaacgtggc 


gattctcgcc 


gccatcgcgc 


tgcttagccg 


cgcatttgaa 


720 


gtgattgcca 


ttgcacccgg 


tttgcctgcc 


atacataaat 


ctgaagcgat 


tgctgaactc 


780 


tccgctgccg 


tcggcctgca 


gggcttagtg 


caagggcaat 


tccaggatct 


gcacgacggc 


840 


acgcagagcc 


gcagcccgga 


agcgatcgcc 


atgaccaacg 


aactgaaaac 


cagcgtgctg 


900 


tttcgcgcca 


cgctgcaaat 


ggcggcgatt 


gccgctgacg 


cttcaccgca 


ggtgcggcaa 


960 


agacttagct 


tcttcgccca 


ggatttgggc 


caggcgtttc 


aactgctcga 


cgacctcgcc 


1020 


gacggttgca 


aacacaccgg 


taaagatgtg 


caccaggatc 


agggcaaatc 


cacgctggta 


1080 


cagatgctcg 


gtgctgacgg 


cgcggaacgt 


cgcctgcgcg 


atcacctgcg 


cagcgcagat 


1140 


gcacaccttg 


cctgcgcctg 


ccatcgcggc 


atcgccactc 


gccaatatat 


gcacgcgctg 


1200 


tttaatcaac 


agctagcgat 


attcaactga 


gcgcggctca 


gccggtgggc 


cactttgcgg 


1260 


tgatcgcgcc 


gccgctctac 


agccactttc 


acgcgttgca 


ggcgttagca 


caaacgctgc 


1320 


tggcgcgcgg 


ccatcgcatc 


acattcatcc 


agcaagccga 


tgcccgcact 


ttgcttagcg 


1380 


acgaacgcat 


cgattttgtt 


gccgtcggcc 


aacagacgca 


tcctgccggt 


tcgctggcgc 


1440 


ccgtgttgca 


tcggctggcc 


tcgccgggcg 


n c c1~ a1~ cn c 1" 

y V— v— . L. y l. v_ y v_ i_ 






X j\J\J 


tcgcgtcctg 


caccgatatg 


ctgtgccgcg 


aactgcctgc 


ggtactgaaa 


gcattgaaca 


1560 


tcgatggcgt 


gatcgccgac 


gaaatggaag 


cggcgggcgg 


attggtcgct 


gaagcgctgc 


1620 


atctgccgtt 


tgtttcggtg 


gcctgcgcct 


tgccggtcaa 


tcgtgaagcc 


gggattccgc 


1680 
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ttgcggtgat 


gcccttccgt 


tttgcacagg 


CL2360USNA 
atgacaaagc 


.ST25 

gctgaaacgt 


tttcaggcca 


1740 


gcagcgatat 


ctatgatcgc 


atcatgcgtc 


gtcacggcga 


cgtgatcctc 


aaacacgcgc 


1800 


gggcgtttaa 


tttgacggag 


cggcgcggat 


tacatcagtg 


cctgtcgccg 


ctggcacaaa 


1860 


tcagccagat 


ggtgccggcc 


tttgattttc 


cacgtcagca 


actgcccgcc 


tgctatcacg 


1920 


ccgtggggcc 


actccgcgcc 


ccggtttctc 


ctgcgccgct 


ccatgcgccc 


tggccagcgc 


1980 


tgcgtcagcc 


ggtggtttat 


gcctcgctgg 


gtacgctgca 


aggccatcgc 


ttccggctgt 


2040 


ttctgcatct 


ggcgcaggcg 


tgccgccagc 


tgcggctatc 


gctggtgatc 


gcccattgtg 


2100 


ggggattaaa 


cgccgaacag 


acgcatcagc 


tggagctcgc 


tggcgcggcg 


tgggtgacgg 


2160 


atttcgtcga 


tcagcgcgca 


gccctacagc 


acgcgcagct 


gtttatcact 


catgccgggt 


2220 


taaacagcgc 


gctggaagca 


ctggaatgcg 


gtacgccgat 


gctggcgctg 


ccgattgctt 


2280 


ttgatcagcc 


cggcgtggcg 


gcgcgcattg 


agtggcatga 


cgttggtcgc 


cgcgcatcac 


2340 


gctttagccg 


tgttcatcaa 


ctggagcagc 


atctgcaaca 


gctgctgacc 


gacgatcgtt 


2400 


acgcgctacg 


gatgtcagcg 


attcaggcgc 


agctgcagcg 


cgcaggcggt 


tgccagcgtg 


2460 


ccgccgacat 


cgtcgagcag 


gcgctgtgcc 


agcagcaagt 


cgtgctggcg 


gaggcgacct 


2520 


gatgcgcacg 


caatacgatg 


tgattttggt 


cggtgctgga 


ctggcgaatg 


gcttgattgc 


2580 


gctgcgtctg 


cgtcaattgc 


agccacaact 


gaaatgcctg 


ttgctggaga 


gcgatgcgca 


2640 


tccggcaggc 


aatcatacct 


ggtcgtttca 


tcacagcgat 


ctcagcgccg 


aacaacttcg 


2700 


ctggctgcaa 


ccgctgatta 


ccgtgcgttg 


gtcaggttat 


caggtgcgtt 


ttcctgcgct 


2760 


gcgccgcaat 


ctggacgggg 


attattgttc 


catcgcatca 


ggcgattttg 


cccgccatct 


2820 


ttacgcggcg 


atgggtgacg 


atctgtggac 


aaacacagcc 


gtacaacagg 


taaaacccac 


2880 


gcaggtgacg 


ctggcggatg 


gccgtgaact 


tgctgcgcaa 


gtggtgattg 


atggtcgcgg 


2940 


cctgcagccg 


acgccacatc 


tgcagctggg 


ttatcaggtg 


tttcttggac 


aagagtggca 


3000 


gctggcgcag 


ccgcacggcc 


tgcagcagcc 


gatcctgatg 


gatgccaccg 


tcgatcagca 


3060 


agcgggttat 


cgttttgtct 


acacgctgcc 


gctcagcgcc 


gatcggctat 


tgattgaaga 


3120 


tacccattac 


gttaaccagc 


ccgcgctggc 


ggagaacacc 


gctcgtcagc 


acatcgccga 


3180 


ctatgccaat 


cagcaaggct 


ggacgctgag 


tacgctgctg 


cgtgaagagc 


acggcatatt 


3240 


accgattacc 


ctgagcggca 


acatcgatcg 


attctggcaa 


cagcagcgcg 


gccaagcgtg 


3300 


cagcggcctg 


cgcgccgggc 


tgtttcatgc 


caccaccggt 


tactccttgc 


cgtccgccgt 


3360 


ggcgctagcg 


gagttggtag 


cagcgctgtt 


gcccaccgat 


gccctcacgc 


tcagccaaca 


3420 


tatcgaacgc 


tttgcccgtc 


agcagtggcg 


cgaacagcga 


tttttccgtc 


tgctaaaccg 


3480 


ratartnttt 






y *-y L yy *-y 


y LydLyLadL 


nttttf arm 




gctcgatgcc 


gggttaatta 


gccgctttta 


cgccgggcaa 


ctgcgcctgc 


gcgataaaac 


3600 


gcggattctg 


tgcggcaagc 


cgccggtgcc 


catcggtgaa 


gcgctgcgcg 


cgctgttgaa 


3660 


ttctgtcgaa 


ccagggaaga 


aaaaatgaaa 


cgcacttatg 


tgattggcgc 


aggctttggc 


3720 
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ggcctggcgc 


tggcgattcg 


cctgcaagcg 


CL2360USNA 

gcgggcatac 


.ST25 

caaccacctt 


actcgagcag 


3780 


cgcgacaaac 


cgggcggacg 


cgcctatgtg 


tttgaggaca 


gtggctttac 


cttcgatgcc 


3840 


ggacccacgg 


tgatcaccga 


tcccagcgcc 


atcgaagagt 


tgttcacgct 


ggcaggaaaa 


3900 


tcgctcagcg 


attacgtcga 


gctgatgccg 


gtaacgccct 


tctatcgcct 


gtgctgggaa 


3960 


gatggcaaac 


agcttgatta 


cgacaataat 


cagccgctgc 


tggagcagca 


gatcgccacg 


4020 


ttcaatccgc 


aagatgtaga 


aggctatcgt 


caatttcttg 


cctattcacg 


tgaagtattt 


4080 


agagagggtt 


atctgaaact 


cggcacggtg 


ccgtttctgc 


aggtgcgtga 


catgctgcgc 


4140 


gtcgcgccgc 


agttgggacg 


tctgcaagca 


tggcgcagcg 


tctacagcat 


ggtggcgaaa 


4200 


tttattcagg 


acgatcatct 


gcgtcaggcg 


ttttccttcc 


actcattgct 


ggtgggcggt 


4260 


aatccttttg 


caacgtcatc 


gatctatacc 


ttaattcatg 


cgctggagcg 


tgaatggggc 


4320 


gtgtggtttc 


cgcgcggcgg 


caccggcgcg 


ctggtgcagg 


gcatggcgcg 


actgttcgag 


4380 


gacttgggcg 


gcgagctgtt 


actgaatgcc 


gaagtgagcc 


agctggaaac 


cagcggcaat 


4440 


cgcattagcg 


gcgttcagtt 


agagggcgga 


cgacgcttcg 


atgccgccgc 


tgtggcctcc 


4500 


aatgccgacg 


tggtgcatac 


ctacgacaaa 


ctgcttcgcc 


accatccgct 


ggcaatgaaa 


4560 


cgtgcgacat 


cgctgaagcg 


taagcgcatg 


agcaactcgc 


tgtttgtact 


ctattttggc 


4620 


ctgaatcagc 


cgcatgaaca 


gctcgcgcac 


cacaccgtct 


gttttggccc 


gcgttatcgt 


4680 


gagttgatcg 


atgagatttt 


caacagcagc 


cagctggcag 


acgatttttc 


actttacctg 


4740 


cacgcgccct 


gcagcagcga 


tccgtcgctg 


gcaccgcccg 


gctgcggcag 


cttttatgtg 


4800 


ttagcgccgg 


tgccgcatct 


cggcaccgct 


gacatcgact 


ggcaacagga 


aggaccgcgc 


4860 


ttgcgcgatc 


gaatttttgc 


ttatctggag 


cagcactaca 


tgccgggatt 


acgtcagcaa 


4920 


ttagtgacac 


acagaatgtt 


tacgccgttt 


gattttcgcg 


acacgctgca 


tgcccatcac 


4980 


ggctcggcgt 


tttcgctgga 


gccgattttg 


acgcaaagcg 


cctggttccg 


cccgcataac 


5040 


cgcgatgccg 


atatcagcaa 


tctctatctg 


gtgggtgccg 


gtacgcatcc 


aggcgcgggc 


5100 


gtgcccggcg 


tgatcggttc 


ggccaaggcc 


accgccaggc 


tgatgctgga 


ggatcgcgcc 


5160 


gaatgaatcg 


acagccttta 


cttgagcaag 


taacgcaaac 


catggcggtg 


ggctcgaaga 


5220 


gtttcgccac 


cgccgccaag 


ctgtttgatg 


caccgacgcg 


ccgcagcacg 


ctgatgctgt 


5280 


atgcgtggtg 


tcgtcactgc 


gatgatgtga 


ttgatgggca 


aacgctgggc 


gaaggcggca 


5340 


cgcagcatgc 


cgtcgaagac 


gcgcaggcac 


gtatgcagca 


tctgcaaatt 


gaaacccgcc 


5400 


gcgcctacag 


cggcgcgcac 


atggatgaac 


cggcgtttag 


ggcgtttcag 


gaagtggcga 


5460 


tcattcacca 


gctgccgcaa 


caactggcgt 


ttgatcatct 


ggaaggcttc 


gctatggatg 


5520 


cacgcaacga 


acattacaca 


aacttcaata 

y \_ l_ \_ y U. 1- \A 


acacartorn 
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5580 


gcgtggtcgg 


tttgatgatg 


gcgcgcgtaa 


tgggcgtgcg 


cgacgaagcg 


gtgctcgatc 


5640 


acgcctgcga 


tttaggactg 


gcgttccagc 


tcactaacat 


tgcgcgcgac 


attgtagaag 


5700 


atgccgaaaa 


tggtcgctgc 


tatctgccgc 


aatcctggct 


cgatcaggcg 


ggattacgcg 


5760 
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ccgatacgct 


gactgcaccg 


caacatcgtg 


CL2360USNA 
cagcgctcgc 


.ST25 

ctcactggca 


gcgcgtttag 


5820 


tggcggaggc 


ggaaccctat 


tatcactcgg 


cgcgatccgg 


tttaccgggt 


ttaccgctgc 


5880 


gctcggcgtg 


ggccatcgct 


acggctcgcg 


gcgtttatcg 


cgaaattggc 


gtcaaagttc 


5940 


agcacgccgg 


tgtgcacgcc 


tgggattcac 


ggcagcgcac 


cagtaaaggt 


gaaaaactgg 


6000 


cgctgctggt 


gaaaggggca 


ggtttggcga 


tcacttcgcg 


tgtgtctcgt 


cctgaaccgc 


6060 


gtccggctgg 


tctgtggcag 


cgtcctcgtt 


gattttacgt 


ccgtgacgct 


ggcgcagcgt 


6120 


ggcttgcagc 


ttattcagcg 


gtggcgcgta 


gaggaaacca 


aacgacacgc 


agccttcacg 


6180 


cccgcgcacc 


gcatgatgca 


tgcggtgcgc 


catgtataag 


cgcttaagat 


agcctttgcg 


6240 


cgggatatag 


cggaacggcc 


agcgttgatg 


caccaggcca 


tcgtgcacca 


tgaagtagag 


6300 


cgcgccgtac 


gtcgtcattc 


cggcaccaat 


ccactgcagc 


ggccacatgc 


cttgcacacc 


6360 


gacataaatc 


agcacaatcg 


ccagtaccgc 


aaacaccacc 


gcataaagat 


cgttgagctc 


6420 


aaacttaccg 


ctgtgcggtt 


catggtgcga 


cagatgccag 


ccccatcccc 


aaccgtgcat 


6480 


gatgtattta 


tgcgacagcg 


ccgctacgat 


ttccatcacc 


accacggttg 


ccaacaagat 


6540 


aagcacgttc 


cataaccaga 


gcattgttcg 


tccatttgtg 


gaaaagggaa 


gtactaaagg 


6600 


tggacgcgga 


tgagtgatgg 


cgcaaggttt 


accatgttta 


gaaattttaa 


aagtccataa 


6660 


cacgttatga 


acgctgcatt 


gcagaaagcg 


cagatttcac 


acatactcac 


cacacttatc 


6720 


aatacacgtg 


ttaactacat 


gggggattta 


tgccttctac 


agccgtaaga 


caaaaaaaaa 


6780 


rtntrantnt 


y aLOL L Lyaa 




LLyay LaayL 


i~dyciyciyyL-ci 


nnnrtraatt 
LJ y y lw LLad. L L 


DOHu 


tatccgccat 


cctatccaaa 


gctttgcaac 


atgaaattcg 


cacgactgca 


gcagaaagat 


6900 


ggaagcgtga 


aaacagtgaa 


ggtttgcagg 


aactcaatcg 


cataaccgaa 


gagcacggtt 


6960 


tattgtcgga 


tgaatacagg 


acgttttaga 


catgcaata 






6999 



<210> 19 

<211> 31 

<212> DNA 

<213> artificial sequence 
<220> 

<223> Primer pWEB260F 

<400> 19 

gaattcacca accatggata gccattatga c 31 

<210> 20 

<211> 26 

<212> DNA 

<213> artificial sequence 
<220> 

<223> Primer pWEB260R 

<400> 20 

gaattcaacg aggacgctgc cacaga 26 
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